Each copy of any part of a JSTOR transmission must contain the same copyright notice that appears on the screen or printed page of such transmission.
. All these structures consist oflong, amphipathic a helices that pack at a 200 angle, thus sharing many structural requirements with coiled-coil helices.
The search revealed several transcriptional activators that do not contain a basic DNA binding region or a leucine zipper but appear to have a zipperlike coiled-coil region. These include the homeobox-containing protein Ubx, the zinc finger protein Rptl, and the prokaryotic transcriptional activator FixJ (Fig. 2) . Ubx and Rptl have a topology similar to leucine zipper proteins, with the DNA binding domain followed at its COOH-terminus by the predicted coiled coil, whereas in FixJ the coiled coil precedes the DNA binding COOH-terminal domain (19) .
In several proteins (Fig. 2) , predicted coiled-coil segments lie in areas that are thought to play a functionally important role. For instance, in Escherichia coli alanyl tRNA synthetase, a predicted coiled coil lies in a segment that has been identified by deletion analysis as being responsible for oligomerization (20) ; in bacterial chemoreceptors, two predicted coiled-coil regions coincide with the methylated domains that have been implicated in sensory adaptation 
